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openBIS -

openBIS is an extensible, open source so -c- ructin,q user—friendly
scalable and powerful information syste ' |
experiments.

It enables users to collect, integrate, share, publi At 'fo connect to data processing
pipelines. = =2

https://sis.id.ethz.ch/software/openbis-ates
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openBIS in labs

Ly Samples
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openBIS
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Analysis Experiment
Scripts Description
Raw Data
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openBIS core

= Separate metadata (application server) and data (data store server)

= (lean and flexible hierarchical metadata structure:
Space > Project > Experiment > Sample > Dataset > File

Authorization at space level
Samples and datasets: entities have parent/child or container/contained relationships

Datasets belong to samples or experiments
All entities have user defined types, properties and vocabularies
Attachments can be associated to most entities

= [nformation indexing and searching by metadata

= Richsetof APIs and plug-in interfaces
Java, Python, Jython, JSON RPC services

Thursday, October 31,2019 Aaron Ponti, Single Cell Facility, D-BSSE, ETH Zurich
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openBIS extensions

= (Core plug-ins
Dropboxes (dataset ingestion)
Master data (import/export/update)
Data sources (additional databases)
Aggregation (reporting) plug-ins (metadata collection)
Processing plug-ins (on datasets)
Ingestion plug-ins (create/update entities)
Maintenance tasks (update/fix)
Web applications / JSON RPC services (custom openBIS views)

= Anorganized set of core plug-ins can become a “core technology”
= (Core plug-ins extend openBIS APIs to interface with custom client apps

Thursday, October 31, 2019 Aaron Ponti, Single Cell Facility, D-BSSE, ETH Zurich



ETH X
L
LY Y¢
N AN
Eidgendssische Technische Hochschule Ziirich <
Swiss Federal Institute of Technology Zurich D-BSSE

Department of Biosystems
Sciance and Enginsaring

openBIS “vanilla”

%< Bxperiment EXP-1 - openf

<« C' | b#ps/sprint-openbis.ethz.ch:8446/openbis/#entity=EXPERIMENT&permId=20110913110350093-82823 »| =
All hd

PLATONIC » SCREENING-EXAMPLES » Experiment EXP-1 [HCS_PLATONIC]

Experiment Properties %/ Plates Data Sets History Attachments Wells Search  Library Index  Analysis Summary

Experiment &A&gﬁégféggimwc- Data Sets I#l directly connected | Overview v

PermID 20110913110350093-82823 Code Data Set Type Sample Identifier Sample Type Project Registr:

erimen | 5 . | - | / / -~ -EXAl

Experiment HCS_PLATONIC 20110913111517610... HCS_IMAGE_RAW |PLATONIC/PLATE-1 PLATE SCREENING-EXAMPLES

Type 20110913111925577... HCS_IMAGE_SEGMENTATION  /PLATONIC/PLATE-1 PLATE SCREENING-EXAMPLES

HEgEiEE Mallarmé, Giinter 20110913111955463... HCS_IMAGE_SEGMENTATION  /PLATONIC/PLATE-1 PLATE SCREENING-EXAMPLES

[R)Ea‘?f“at"’“ 2011-09-1311:03:30 20110913112215416... HCS_ANALYSIS_WELL_FEATU... /PLATONIC/PLATE-1 PLATE SCREENING-EXAMPLES

52545 I ' _ _EXAN

Project JPLATONIC/SCREENING-EXAMPLES 20110913112525450... HCS_IMAGE_RAW /PLATONIC/PLATE-1 PLATE SCREENING-EXAMPLES
2011091311302609... HCS_IMAGE_RAW /PLATONIC/PLATE-1 PLATE SCREENING-EXAMPLES
20110913113255372. . HCS_IMAGE_RAW /PLATONIC/PLATE-2 PLATE SCREENING-EXAMPLES
20110913113525365. . HCS_IMAGE_SECMENTATION  /PLATONIC/PLATE-2 PLATE SCREENING-EXAMPLES
2011091311354538... HCS_IMAGE_SEGMENTATION  /PLATONIC/PLATE-2 PLATE SCREENING-EXAMPLES
2011091311360536... HCS_IMAGE SECMENTATION  /PLATONIC/PLATE-2 PLATE SCREENING-EXAMPLES
20110913113625371 . HCS_ANALYSIS_WELL_FEATU. . /PLATONIC/PLATE-2 PLATE SCREENING-EXAMPLES
2011092815391974. . HCS_IMAGE_RAW JPLATONIC/PLATE-16-BIT PLATE SCREENING-EXAMPLES
2011092815553607...  HCS_IMAGE_RAW /PLATONIC/SANOFI-EXAMPLE ~ PLATE SCREENING-EXAMPLES
Displaying 1-13 of 13 | Table: | Filters || Settings || Refresh || Export ~ | Entity: | Export Data
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Current technologies

F7 () 1zPack - Installation of openBIS ——— ( X

(e
(s

s

LY 4
F A" B I S User Data
omgy Intarmation Systern

Technologies and Fast File Browsing

Select any technology-specific mocules that should installed along with openBIs. The
selection can be altered at the next upgrade:

[] Proteomics

) ) screening

[ ] Mumina NGS (ETH BSSE Setup)

Fast clata set file browsing improves the performance of browsing of data sets with
a large number of files. We recommend leaving it on for all instances, and especially
sCreening instances.

Fast data set file browsing

(Made with [zPack - http:/fizpack.org/)

‘ -@Previnus H E"T}Next H @Quit ‘

Thursday, October 31,2019 Single Cell Unit / D-BSSE
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Screening core technology

%4 Plate PLATI

openBl' x
€ > C N BbuE
Home All v Search Login

TEST » TEST-PRO]JECT » E1 » Plate PLATE-1-A

/sprint-openbis.ethz.ch:8

Properties «| | Plate Layout DataSets History Attachments
ID STEST/PLATE-1-A
PermiD 20100823133907985-753 Hold the mouse cursor over a well or click on it to get the details
Sample Type PLATE Choose heatmap kind: | Metzdatz v | Choose features list: |All v
Registrator Kapuécinski, Gunter 1 2 3 4 5 6 7 8 9 101112131415 16 17 18 19 20 21 22 23 24 SIRMA_WELL
Registration  2010-08-23 13:39:03 A No metadata available
Date

B
Project

; c well: A3 X
Experiment o
PLATE-1-A-A3

Plate 384 Wells, 16x24 Well: - PLATE-L-A4A3
Geometry E siRNA: M1_1

F Gene: 1 [ALBG

G Channel DAPI ~ | Filter: |Optimal (image) A

H

Resolution:  Default 4

x =

w o=z~

Image acquisition details: Advanced
Images analysis results:  Show Report
Plate Metadata Report: ~ Show

Other connected datasets

Unknown, 2011-08-
Unknown, 2

Adjust Celors Close

Thursday, October 31, 2 Single Cell Unit / D-BSSE
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openBIS
Lab Notebook &

Inventory Manager
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Custom web apps

® O ® /[y sample WB_LEXA-ER-B112 X

&« = Q @ https://openbis-eln-lims.ethz.ch/openbis/webapp/eln-lims/?menuUniqueld=20150529105634255- 266 &viewName=showViewSamplePageFromPermid&viewData=20150127162826183-170 ¥

© Sample: Detection of LexA-ER-B112 induction by western blotting

/DIANA_OTTOZ/INDUCIBLE_TRANSCRIPTION_FACTOR/INDUCTION_OF_TF/WB_LEXA-ER-B112
G L] i} =] &

- - .
Q Search GlL | -

© B Lab Notebook
@ & Diana Ottoz

© & RAW_DATA : 20150411133713019-242
© & Borginal

@ & Inducible Transcription Factor General © @ B WB_LEXA-ER-B112-raw
© & Induction of the transcription factor in stanc I
. y . . . @ & ELN_PREVIEW : 20150529105634255-266
© L Detection of LexA-ER-B42 inducticn by Name:  Detection of LexA-ER-B112 induction by western blotting o riginal
© 4 Detection of LexA-ER-B42 induction by Owner: Diana Ottoz E Q WB_LEXA-ER-B112-citrine.png (398.3Kb)
- JF'Yl Detection of LexA-ER-B112 induction b

i 20150411133713019-242 Experimental goals: Analyze the full induction of LexA-ER-B112 on western blot by doing a dilution series.

@

= 20150529105634255-266 Experimental  LexA-ER-B112 full fold induction is between 200 and 400.
© & Analysis of the abundance of the four variar results: Files Uploader
© L Detection of LexA-ER-AD levels by west
i 20150323152420797-202 Parents
© = Inventory
© F utilties a o o
Filter tions ~ l -
O About iiter ptions olumns
Annotation :: Gomments Experiment
SDC at 25°C /MATERIALS/REAGENTS/MEDIA_COLLECTION
2000 nM for 24 hours /MATERIALS/REAGENTS/SOLUTION_BUFFER_COLLECTION Eeectiiceltolpion
empty /MATERIALS/YEASTS/YEAST_COLLEGTION_1
target /MATERIALS/YEASTS/YEAST_COLLEGTION_1

LexA-ER-B112 + target /MATERIALS/YEASTS/YEAST_COLLECTION_1

Auto upload on drop

OD normalized to 4.6; 20 pl of extract loaded on gel /METHODS/PROTOCOLS/GENERAL_PROTOCOLS

10% gel, 1.5 mm thick
1 hour 20 minutes at 105 mA censtant
blocked overnight at 4°C in PBS-T + 5% milk

anti-Citrine exposed for 1 hour

/METHODS/PROTOCOLS/GENERAL_PROTOCOLS
/METHODS/PROTOGOLS/GENERAL_PROTOGOLS
/METHODS/PROTOCOLS/GENERAL_PROTOCOLS

/METHODS/PROTOCOLS/GENERAL_PROTOCOLS

for 1 hour at room temperature /METHODS/PROTOCOLS/WESTERN_BLOTTING_PROTOCOLS

for 1 hour at room temperature /METHODS/PROTOCOLS/WESTERN_BLOTTING_PROTOCOLS

1-120f 12items 20 ~ | PerPage ¢ Page 1 ~ |of1 | »

Children
Readout details

Single Cell Unit / D-BSSE
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Custom web apps

® O ® /[y Hierarchy 20150127154426¢ X Aaron
&« = Q @ https://openbis-eln-lims.ethz.ch/openbis/webapp/eln-lims/?menuUniqueld=20150127162826183-170&viewName=showSampleHierarchyPage8viewData=20150127154426551-166 ¥
10 »
« Filters Children: No Children  Parents: . Show Types: 9 selected ~
Q Search GlL | -

© B Lab Notebook

© & Diana Ottoz ()

@ & Inducible Transcription Factor
@ & Induction of the transcription factor in stanc v
© L Detection of LexA-ER-B42 induction by "_‘__——J
© L Detection of LexA-ER-B42 induction by
oz
i 20150411133713019-242
@ 20150529105634255-266
©@ & Analysis of the abundance of the four variar
© L Detection of LexA-ER-AD levels by west
i 20150323152420797-202

@V GSOLUTION_BUFFER:FRSOB4(Tris-HC

© B Inventory

© F Utiities @V OCHEMICAL:FRC68(Potassium dihydrogen phosphate (KH2PO4)) @vOCHEMICAL:FRC81(Sodium chicride (NaCl)) @®vOCHEMICAL:FRCB3(Sodium hydrogen phosphate “2H20 (Na2HPQ4))
= —_ e
m’ @V OSOLUTION_BUFFER:FRSOB31(PBS) @©~OCHEMICAL:FRC167(Albumin bovine fract

-—

}

@®vOPLASMID:FRP793 ©vOPLASMID:FRP718

@V OCHEMIGAL:FRGS9(MIilk powder)

\

—
YEAST:FRY312 ®©VvOPLASMID:FRPIg1 @©VOCHEMICAL:FRC148(Western blotting detecting reagents) ©VOGENERAL_PROTOCOL:FRPROT24(Western blotting -- immunoblot)
©VOYEASTFRY743 ©VOGENERAL_PROTOCOL:FRPROT25(Western blotting -- detection with horseradish peroxidase coupled antibodies)

@V OEXPERIMENTAL_STEP:WB_LEXA-ER-AD(Detection of LexA-ER-AD levels by westemn blotting)

Single Cell Unit / D-BSSE
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infectome.org

Home Findagene Browsescreens Downloaddata  Software

Welcome to infectome.org

infectome org is where we, the Lucas Pelkmans lab atthe University of Zurich and our collaborators, share the results ofimage-based RNAi screens
on virus infection. These RNAI screens investigate the role of the human genome in virus infection, the so-called human infectorme.

d%glkmanSLAB

Browse this website for the following

@ Find a gene: Find all our virus infection screening results for your favorite gene, see the original images and export our image analysis results.
A

Q Browse screens: Browse and export all the virus infection screening results of entire RNAi screens in your browser.

g Download data: Download raw images and single-cell measurements of entire RNAi screens

Software: Download the latest software that we and others have developed for handling and analyzing image-based RNAI screens.

Latest published datasets

« Jason Mercer, Berend Snijder, Raphael Sacher, Christine Burkard, Christopher Karl Ernst Bleck, Henning Stahlberg,
Lucas Pelkmans, and Ari Helenius. 2012 RNAi Screening Reveals Proteasome- and Cullin3-Dependent Stages in
'Vaccinia Virus Infection. Cell Reports. hitp:/idx.doi.org/10.1016/j.celrep.2012.09.003 Go to Cell Reporis website,
or Browse screening resulis.

+ Berend Snijder, Raphael Sacher, Pauli Ramad, Prisca Liberali, Karin Mench, Nina Wolfrum, Laura
Burleigh, Cameron C. Scott, Monique H. Verheije, Jason Mercer, Stefan Moese, Thomas Heger,
Kristina Theusner, Andreas Jurgeit, David Lamparter, Giuseppe Balistreri, Mario Schelhaas, Cornelis
A M. De Haan, Varpu Marjomaki, Timo Hyypia, Peter J. M. Rottier, Beate Sodeik, Mark Marsh, Jean
Gruenberg, Ali Amara, Urs Greber, Ari Helenius, and Lucas Pelkmans. 2012. Single-cell analysis of
population context advances RNAI screening at multiple levels. Molecular Systems Biology 8 Aricle
number: 579 doi:10.1038/msb.2012.9 Go to Molecular Systems Biology.

See all publications relsted 1o infeciome.org

AN

Find a gene
Please enter the Gene Symbol or Gene ID
C of your gene of interest, and press Search
Gene: PAK1

Inassay.  HPV16 HeLaMZ v |

Where to find us

Otelfingen Uberhasi i
Kloten
- Hegensdnrf( ]
remenbach —Diatric _Effretikon
Dietikan N4 My
] = District 6 Volketswil
Zurich Féllanden Pt

Ebmatingen’ |ygter Ffal

Dats| TemsofUse Reportamap ermor

Institute of Moleculsr Life Scisnces
University of Zurich, Irchel Campus
Winterthurerstrasse 190

CH-8057 Zurich, Switzerland

Single Cell Unit / D-BSSE
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Embedded openBIS

b
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infectome.org

Home Find a gens

Gene PAK1 in experiment HPV16_MZ_2

Browse screens Download data ‘Software

Find gene PAK1 in all experiments

Publications  Aboutus

Show experiment HPV16 MZ 2

Description:

Gene Cards: Show
1d: 5058

Feature Median Deviation Rank (50) siRMA 1 median SiRNA 1 repl. 1 siRNA 1 repl. 2 SiRNA 1 repl. 3
Cell Number 10401.0000 1281.0000 a4 11542.0000 11542.0000 9349.0000 11682.000C
InfectedCells 1934.0000 1470.0000 39 1934.0000 1409.0000 3688.0000 1934.000¢
Infection Index (nor... 0.1656 0.1144 27 0.16586 0.1221 0.3245 0.165¢
RelativeInfectionIndex 0.9113 0.4917 22 1.4169 1.4030 3.2163 1.416¢
LogZ2Relativelnfectio... -0.1340 0.6225 22 0.5027 0.4885 1.6854 0.5023
Z5core -0.04838 0.5031 17 0.8808 MNaN 1.3069 0.454¢
MAD -0.1467 0.5056 23 0.5460 0.5460 1.6724 0.458¢
Mean_Cells_Intensit... 0.0467 0.0040 34 0.0893 0.0428 0.0893 0.092:
Mean_Cells_Intensit... 0.0248 0.0038 31 0.0258 0.0258 0.0381 0.021:
Mean_Image_Intens... 0.0198 0.0049 33 0.0233 0.0233 0.0344 0.019¢
Mean_Nuclei_BinCor... 0.2268 0.0270 17 0.3302 0.4263 0.2302 0.324:
Mean_Nuclei_Intensi. 0.0800 0.0214 24 0.1425 0.0638 0.1425 0.153Z
Mean_Nuclei_Intensi... 0.0269 0.0031 25 0.0288 0.02886 0.0454 0.024:
ModelRawll 0.2248 0.1421 17 0.4532 0.3669 0.5378 0.453¢
ModelRawInfected 1833.0000 1637.0000 32 4422.0000 3747.0000 4422.0000 4767.000C
Displaying 1 - 48 of 48 | Table: | Fitters || Export |

Merged Channels A

¥ DAPI ¥ VIRUS-INFECTION

repl. 1 repl. 2 repl. 3
SIRNA 1
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OBIT —openBIS Importer Toolset

= The openBIS Importer Toolset is a
that allows for the
of into openBIS

= |t also extends openBIS with and
packaged into
( and ).

Thursday, October 31, 2019 Aaron Ponti, Single Cell Facility, D-BSSE, ETH Zurich
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Example: BD LSRFortessa cell analyzer
Acquisition station

|

2, Scan
T Export I _ ]T
or save i Annotate

folder

|

Datamover D \‘

Incoming

as a Windows service

Datamover

i
~ dropbox

openBIS Data store

600

<, Single Cell Unit
openBIS

Aaron Ponti, Single Cell Facility, D-BSSE, ETH Zurich
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Supported hardware

= Flow cytometry
BD LSR Fortessa
BD FACS Aria lll
BD Influx Flow Cytometry Core Technology
Bio-Rad S3e Cell Sorter
BC MOFLO XDP Sorter

= Microscopy

All microscopes with native @»
formats (ND2, LIF, CZI, ...)

Y°USCOPE acquisitions Microscopy Core Technology
Generic TIFF series

«

Aaron Ponti, Single Cell Facility, D-BSSE, ETH Zurich
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Supported software

= Flow cytometry
BD FACS DIVA 6.%, 7.X, 8.X
BD Sortware 1.x
ProSort 1.x
Summit 1.x
FCS 3.0, 3.1

= Microscopy

bio-formats 5.9.2 Microscopy Core Technology
custom readers

Flow Cytometry Core Technology

= openBIS16.05.x (0BIT < 1.0),18.06.x (0BIT 1.1), 19.06.x (0BIT 2.0)
ELN-LIMS plug-in integration (oBIT 2.0)

Aaron Ponti, Single Cell Facility, D-BSSE, ETH Zurich
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Annotation Tool :: Admin

* openBIS Importer Toolset (0BIT) :: Annotation Tool Admin v2.0.0

Copyright © 2012 - 2019, Single Cell Unit, D-BSSE, ETH Zurich (Basel)

e Set the openBIS URL (this is current default)
https://openbis-scu.ethz.ch/openbis ~
e Accept self-signed SSL certificates when logging in to openBIS

no

e Select the acquisition station or type

Microscopy

Light microscopes (Open Microscopy Environment Bio-Formats compatible)

e User-friendly machine name

DEVEL

For reference, the machine host name is DESKTOP-9G6EK7E.

e Set user data directory

E:\toOpenBIS

e Set Datamover incoming directory
E:\Datamover\incoming

It is highly recommended to set both folders on the same file system.

Save

Close

Thursday, October 31, 2019 Aaron Ponti, Single Cell Facility, D-BSSE, ETH Zurich
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Annotation Tool :: Admin

* openBIS Importer Toolset (0BIT) :: Annotation Tool Admin v2.0.0 X

Copyright © 2012 - 2019, Single Cell Unit, D-BSSE, ETH Zurich (Basel)

e Set the openBIS URL (this is current default)

https://openbis-scu.ethz.ch/openbis ~ e + - A v

‘ https://openbis-scu.ethz.ch/openbis

https://bs-openbis05-dev.ethz.ch/openbis

no v
e Select the acquisition station or type
Microscopy v

Light microscopes (Open Microscopy Environment Bio-Formats compatible)

e User-friendly machine name

DEVEL

For reference, the machine host name is DESKTOP-9G6EK7E.

e Set user data directory
E:\toOpenBIS
e Set Datamover incoming directory
E:\Datamover\incoming

It is highly recommended to set both folders on the same file system.

Save Close

Thursday, October 31,2019 Aaron Ponti, Single Cell Facility, D-BSSE, ETH Zurich



ETH

Eidgendssische Technische Hochschule Ziirich
Swiss Federal Institute of Technology Zurich

Annotation Tool :: Admin

* openBIS Importer Toolset (0BIT) :: Annotation Tool Admin v2.0.0
Copyright © 2012 - 2019, Single Cell Unit, D-BSSE, ETH Zurich (Basel)

e Set the openBIS URL (this is current default)
https://openbis-scu.ethz.ch/openbis ~
e Accept self-signed SSL certificates when logging in to openBIS

no

e Select the acquisition station or type

Microscopy

‘ Flow cytometry
Microscopy

e User-friendly machine name

DEVEL

For reference, the machine host name is DESKTOP-9G6EK7E.

e Set user data directory

E:\toOpenBIS

e Set Datamover incoming directory

E:\Datamover\incoming

It is highly recommended to set both folders on the same file system.

Save

Close

Thursday, October 31,2019 Aaron Ponti, Single Cell Facility, D-BSSE, ETH Zurich
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Annotation Tool :: Admin

* openBIS Importer Toolset (0BIT) :: Annotation Tool Admin v2.0.0

Copyright © 2012 - 2019, Single Cell Unit, D-BSSE, ETH Zurich (Basel)

e Set the openBIS URL (this is current default)
https://openbis-scu.ethz.ch/openbis ~
e Accept self-signed SSL certificates when logging in to openBIS

no

e Select the acquisition station or type

Microscopy

Light microscopes (Open Microscopy Environment Bio-Formats compatible)

e User-friendly machine name

) | osve

For reference, the machine host name is DESKTOP-9G6EK7E.

e Set user data directory

E:\toOpenBIS

e Set Datamover incoming directory
E:\Datamover\incoming

It is highly recommended to set both folders on the same file system.

Save

Close

Thursday, October 31, 2019 Aaron Ponti, Single Cell Facility, D-BSSE, ETH Zurich
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Annotation Tool :: Admin

* openBIS Importer Toolset (0BIT) :: Annotation Tool Admin v2.0.0

Copyright © 2012 - 2019, Single Cell Unit, D-BSSE, ETH Zurich (Basel)

e Set the openBIS URL (this is current default)
https://openbis-scu.ethz.ch/openbis ~
e Accept self-signed SSL certificates when logging in to openBIS

no

e Select the acquisition station or type

Microscopy

Light microscopes (Open Microscopy Environment Bio-Formats compatible)

e User-friendly machine name

DEVEL

For reference, the machine host name is DESKTOP-9G6EK7E.

e Set user data directory

E:\toOpenBIS

e Set Datamover incoming directory

)

E:\Datamover\incoming

It is highly recommended to set both folders on the same file system.

Save

Close

Thursday, October 31, 2019 Aaron Ponti, Single Cell Facility, D-BSSE, ETH Zurich
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o7 BD LSRFortessa cell analyzer

) BD FACSDiva Software - SingleCellUnit (ETH SORP 2R 2BV 68 4YG 4V 180712 WE2)
Fils  Edit  View Experin Papulations Cytomster HTS Help

H EE=

Name

L SingleCellUnit

3 Quality Control MD

@2 Quality Control &Peak Keywords:

@& Test
|8 & peak beads standard_004  5/2112 31
#5l AlgrFlow Beads 12f1311 3t Al
{& AbgnFlow_FlowCheck_FlowCheci2/22/11 12:00:53 PM
[E Katharina_FPs 1/26/12 1:29:29 PM
& Mark_FPs L26MZ 51138 PM
[ Linearity Check at low voltages 2/1/12 1:23:25PM
8 HEK GFP GunterM 02_02_2012 3/22/12 9:56:15 &AM
[ Fixed Cells kH training 3(7}12 12:25:39 PM
& Simond DA wih BD control kit 3/22/12 11:44:50 AM
[E kymb 280312 3(26/12 6:59:54 PM
& Kymb 040412 4/4/12 3105:143PM
& kymb 190412 4/19/12 11:58:39 AM List of specimens on the plate
& Ryank clone analysis 030512 5/3(12 1:22:07 FM £ L Specimen_001
(L] Kymib 080512 5/5/12 9:59:17 &AM

S5 Cyiometer Settings
53 Global Workshests
s ) 96 well - v bottam
E X p O rt t O %53 96 well - V bottorn_001
7%, 488 and 445 excitation
@ %, 488 and 405 excitation

user folder R e,

A Tube_015 4/4/12 3:04:23PM
@ {4 Tube_D16 4/4{12 30543 PM
{& Experiment_00é S/15/12 12:28:58 PM
45 8 peak bead standard 230512 7/16{12 11:57:25 AM
@ Rajib 230512 viral particles Sf24f12 3:28:14 PM
[& Experiment_o0s 6/6{12 4:00:51 PM
& Experiment_ong 6/1312 11:49:51 AM
f@ Ashleigh Nugent 1707121 FIFIZ 4:47:42 PM
& kymB 180712 7118112 3:
& kymB 190712 7/19f12 5
[ Linearity chech Kobi Ffz0f1z 11:
f& Ashleigh Nugent 230712 7i24{12 2:45:31 PM
i@ TR2s0712 7125112 5:13:05 PM
& New Beads 080812 8/6/12 6:18:36 PM
& KymB 090812 B/9/12 3:08:96 PM
KymB 190712_002 8/9/12 1:18:47 PM
1@ Ky 310812 8/31/12 12:01:00 FM

Bl e n oiocio oo Oun4 oo on oo e

= [ Specimen type First wel in group 2| Specimen nummber Name Suffix

&

w5

@

@

&

@

(R

@

@

88888 eeeee

) 00:09:06 | @ Disconnected

Thursday, October 31,2019 Aaron Ponti, Single Cell Facility, D-BSSE, ETH Zurich




ETH

Eidgendssische Technische Hochschule Ziirich

Swiss Federal Institute of Technology Zurich

K
L

Annotation
Tool

oBIT

openBIS

ation Sy

Version 2.0.0 (Java 11). Copyright © 2012 - 2019, Single Cell Unit, D-BSSE, ETH Zurich (Basel)

User na

Password

THWé o &

Thursday, October 31,2019

-
i Recycle Bin

Aaron Ponti, Single Cell Facility, D-BSSE, ETH Zurich

EN

17:03
- LY e 0
BADFDO T gy,

29



ETH

Eidgendssische Technische Hochschule Ziirich
Swiss Federal Institute of Technology Zurich D-BSSE

Department of Biosystems
Sciance and Enginsaring

“/

openBIS

Buology Informaticn System

Version 2.0.0 (Java 11). Copyright © 2012 - 2019, Single Cell Unit, D-BSSE, ETH Zurich (Basel)

User name

Password

Login
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openBIS

Buology Informaticn Systam

Version 2.0.0 (Java 11). Copyright © 2012 - 2019, Single Cell Unit, D-BSSE, ETH Zurich (Basel)

User name

Password

Login
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https://

penbis-scu.ethz.ch/cpenbis

'\’ oBIT

Versif

Please choose the openBIS server you want to use:

https://bs-openbis05-dev.ethz.ch/openbis v

https://openbis-scu.ethz.ch/openbis

https://bs-openbis05-dev.ethz.ch/openbis

Select Cancel

Basel)

Password

Login
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Please choose the openBIS server you want to use:

https://bs-openbis05-dev.ethz.ch/openbis v

Set selected as default server

Versil Basel)
Select Cancel

Password

Login
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Aaron Ponti, Single Cell Facility, D-BSSE, ETH Zurich
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User name
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Password

Login
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* openBIS Importer Toolset (oBIT) :: Annotation Tool v2.0.0

Data viewer

|7 Jobit

EU:! Eva Spore Counting 190612
=Bl 96 Well - beads 10 ul
E ;r Specimen_001
Al0

A01

A02

A03

A04

AO5

A06

A07

AO8

.| A0S

[ 7= Specimen_001

Data editor

[F1 fobit

|} Eva Spore Counting 190612
Experiment tags

Benchmark; Calibration

Drag and drop your tags here from the openBIS Viewer.

Description

Spore counting experiment.

Scan
Metadata viewer
~

Name Value
$BEGINANALYSIS o]
$BEGINDATA 2496
$BEGINSTEXT o]
$BTIM 10:49:11
$BYTEORD 43,21
$CYT LSRII
$DATATYPE F
$DATE 19-JUN-2012
$ENDANALYSIS o]
$ENDDATA 158739
$ENDSTEXT 0
$ETIM 10:49:21
$FIL Specimen_001_A2_A02.fcs
Invalid datasets

File or folder Issue

Plate geometry

96 Well - beads 10 ul 96_WELLS_8X12

Target openBIS project
/OBIT/DEMO

Send to openBIS

- O

Scan

Tags from OBIT

Create new tag...

Benchmark

Calibration

06-06-2019 15:53:09: Successfully logged in to openBIS.
06-06-2019 15:53:10: Retrieving openBIS structure...
06-06-2019 15:53:10: Retrieving openBIS structure completed.
06-06-2019 15:53:10: Scanning user data folder...

06-06-2019 15:53:11: Scanning user data folder completed.
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* openBIS Importer Toolset (oBIT) :: Annotation Tool v2.0.0 - O X
Data viewer Data editor

[0 Jobit [= fobit
=J- [/ Eva Spore Counting 190612

=l 96 Well - beads 10 ul
[=]- 4= Specimen_001

|} Eva Spore Counting 190612
Experiment tags

Benchmark; Calibration

Drag and drop your tags here from the openBIS Viewer.

Description
Specimen_001_A2_A02.fcs

A03 Spore counting experiment.

A04
AO5
o Plate geometry

A07

Ao8 96 Well - beads 10 ul 96 WELLS_8X12 -
|| 09
[+ s=. Specimen_001

Target openBIS project
/OBIT/DEMO v

Scan
Metadata viewer
~
Name Value
$BEGINANALYSIS o] ~
$BEGINDATA 2496
$BEGINSTEXT o]
$BTIM 10:49:11
$BYTEORD q 4,3,2,1

Invalid datasets

Scan
File or folder Issue

Tags from OBIT Create new tag...

obit\Experiment 2\protocol.zip

) ) Benchmark
Show in Windows Explorer o

File
Move to...

14-08-2018 14:06:19: Retrieving Delete

| N | 14-08-2018 14:06:22: Scanning user uatda Tuider... ¥

ool | 19-08-2018 14:06:23: Error: Please fix the invalid datasets to continue! A

os-0ff | 14-08-2018 14:06:23: Scanning user data folder completed.

06-0]

06-0

06-0

Thursday, Octobe
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* openBIS Importer Toolset (oBIT) :: Annotation Tool v2.0.0

Data viewer

|7 Jobit

EU:! Eva Spore Counting 190612
=l 96 Well - beads 10 ul
E ;r Specimen_001

Data editor

[F1 fobit

|} Eva Spore Counting 190612
Experiment tags

Benchmark; Calibration

Al0
AO1 Drag and drop your tags here from the openBIS Viewer.
A02

Create new project

Description
Specimen 001 A2 A02.fcs Create new tag

A03 Spore counting experiment.

A04

AO5

A0G Plate geometry

A07

208 96 Well - beads 10 ul 96_WELLS_8X12 v

. . A09 Target openBIS project
-~ j= Speci 001
- /= Specimen. | JOBIT/DEMO v
Scan
Metadata viewer
~
Name Value
$BEGINANALYSIS 0 ~
$BEGINDATA 2496
$BEGINSTEXT o]
$BTIM 10:49:11
$BYTEORD 4,3,2,1
$CYT LSRII
$DATATYPE F
$DATE 19-JUN-2012
$ENDANALYSIS o] Scan
$ENDDATA 158739
$ENDSTEXT 0
SETIM 10:49:21 Tags from OBIT Create new tag...
$FIL Specimen_001_A2_A02.fcs v
Invalid datasets Ber_]chm_ark
Calibration
File or folder Issue
Send to openBIS
06-06-2019 15:53:09: Successfully logged in to openBIS. ~
06-06-2019 15:53:10: Retrieving openBIS structure...
06-06-2019 15:53:10: Retrieving openBIS structure completed.
06-06-2019 15:53:10: Scanning user data folder...
06-06-2019 15:53:11: Scanning user data folder completed.
v
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* openBIS Importer Toolset (oBIT) :: Annotation Tool v2.0.0 - O X
Data viewer Data editor

7 Jobit [ /obit

EU:! Eva Spore Counting 190612
=l 96 Well - beads 10 ul
[=]- 4= Specimen_001

|} Eva Spore Counting 190612
Experiment tags

Benchmark; Calibration

Al0
AO1L Drag and drop your tags here from the openBIS Viewer.
A02 Description
Specimen_001_A2_A02.fcs
A03 Spore counting experiment.
A04
AO5
A0G Plate geometry
A07
208 96 Well - beads 10 ul 96 WELLS 8X12
. . A09 Target openBIS project
[+ = Specimen_001 .
’ JOBIT/DEMO Set as default target project
Scan
Metadata viewer
~
Name Value
$BEGINANALYSIS 0 ~
$BEGINDATA 2496
$BEGINSTEXT o]
$BTIM 10:49:11
$BYTEORD 43,2,1
$CYT LSRII
$DATATYPE F
$DATE 19-JUN-2012
$ENDANALYSIS o] Scan
$ENDDATA 158739
$ENDSTEXT 0
SETIM 10:49:21 Tags from OBIT Create new tag...
$FIL Specimen_001_A2_A02.fcs v
Invalid datasets Ber_]chm_ark
Calibration
File or folder Issue
Send to openBIS
06-06-2019 15:53:09: Successfully logged in to openBIS. ~
06-06-2019 15:53:10: Retrieving openBIS structure...
06-06-2019 15:53:10: Retrieving openBIS structure completed.
06-06-2019 15:53:10: Scanning user data folder...
06-06-2019 15:53:11: Scanning user data folder completed.
v
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* openBIS Importer Toolset (oBIT) :: Annotation Tool v2.0.0 — O
Data viewer Data editor
73 fobit [ fobit
EU:! Eva Spore Counting 190612 L7 Eva Spore Counting 190612
=+l 96 Well - beads 10 ul Experiment tags
[=]- 4= Specimen_001
Benchmark; Calibration
Al0
AO1L Drag and drop your tags here from the openBIS Viewer.
A02 Description
Specimen_001_A2_A02.fcs
A03 Spore counting experiment.
A04
AO5
A6 Plata try
A07
nos Create new tag... X
.| A0S
[+ = Specimen_001 Select space
{OBIT o
Scan
Tag name
Metadata viewer
Name Value Cell Migration
$BEGINANALYSIS o] L. A
$BEGINDATA 2496 Tag description (optional)
$BEGINSTEXT o]
$BTIM 10:49:11 Experiments associated with Cell Migration project (Grant #523).
$BYTEORD 4,3,2,1
$CYT LSRII
$DATATYPE F Ok Cancel
$DATE 19-JUN-2012
$ENDANALYSIS o] Scan
$ENDDATA 158739
$ENDSTEXT 0
SETIM 10:49:21 Tags from OBIT Create new tag...
$FIL Specimen_001_A2_A02.fcs v
Invalid datasets Ber_]chm_ark
Calibration
File or folder Issue
Send to openBIS
06-06-2019 15:53:09: Successfully logged in to openBIS. ~
06-06-2019 15:53:10: Retrieving openBIS structure...
06-06-2019 15:53:10: Retrieving openBIS structure completed.
06-06-2019 15:53:10: Scanning user data folder...
06-06-2019 15:53:11: Scanning user data folder completed.
v
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* openBIS Importer Toolset (oBIT) :: Annotation Tool v2.0.0 - O X
Data viewer Data editor
73 fobit [ fobit
Em Eva Spore Counting 190612 L7 Eva Spore Counting 190612
B- 96 Well - beads 10 ul Experiment tags
[=]- s= Specimen_001
Benchmark; Calibration
Al0
AO1L Drag and drop your tags here from the openBIS Viewer.
A02 Description
Specimen_001_A2_A02.fcs
A03 Spore counting experiment.
A04
AO5
A0G ' Plate geometry
A07
AO8
.| A0S
[+ = Specimen_001

= CSV
Metadata viewer
~
Name
Attachments
$BEGINANALYSIS
$BEGINDATA 2496
$BEGINSTEXT o]
$BTIM 10:49:11
$BYTEORD 4,3,2,1
$CYT LSRII
$DATATYPE F
$DATE 19-JUN-2012
$ENDANALYSIS o] Scan
$ENDDATA 158739
$ENDSTEXT 0
SETIM 10:49:21 Tags from OBIT Create new tag...
$FIL Specimen_001_A2_A02.fcs v
g Benchmark
Invalid datasets C:Iri];r:tii:\
File or folder Issue
Send to openBIS
06-06-2019 15:53:09: Successfully logged in to openBIS. ~
06-06-2019 15:53:10: Retrieving openBIS structure...
06-06-2019 15:53:10: Retrieving openBIS structure completed.
06-06-2019 15:53:10: Scanning user data folder...
06-06-2019 15:53:11: Scanning user data folder completed.
v
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>< openBlS - Biclogy Information S X +

& C 1 3% https//openbis-scu.ethz.ch/openbis/ ®

\/

7N
openBIS
wology Information System

Please login to start your session

User:

Password:

Login

Click here for help.

, Single Cell Facilit



ETH

Eidgendssische Technische Hochschule Ziirich
Swiss Federal Institute of Technology Zurich

N/
7N
s NS
NI
\/
N
D-BSSE

Department of Biosystems
Sciance and Enginsaring

3¢ Project viewer - openBIS - Bioloc X+

& c O >4 https://openbis-scu.ethz.ch/openbis/

Browse ~ MNew ~ Import = Utilities

ﬁ’ Project viewer L

All

% [ searct

l=lE] = ]

€
\__I Admin ~ obit -

< Project viewer

Spaces/Projects

DEFAULT
DEFAULT_LAB_NOTEBOOK
METHODS

OBIT

COURSES

DEMO

STOCK_CATALOG

STOCK_ORDERS

Experiments for OBIT/DEMO

Microscopes

Tags W cellMigration @ Demo [ Notags

Machines (@] widefield2 ¥ widefild1 ] Unknown

Flow Cytometry Analyzers

Tags ¥ Benchmark (¥ Calibration (#] Notags

Machines (#] BD LSRFORTESSAwith HTS [#] Uninown

Flow Cytometry Sorters

Tags ) Notags

Machines (# BDFACSARIAII [ Unknown

Ponti, Single Cell Facility,
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3¢ Object EVASPORE.COUNTING. X +
« C Y > hitps;//openbis-scu.ethz.chfopenbis/

Browse ~ New ~ Import - Utilities ~

»|  Contained | Children Parents | Data Sets = History | Attachments

=@ =

e
Admin ~ aobit ~

Delete Object

n Project viewer Object EVA_SPORE_COUNTING_190612_190706141935771000 *
OBIT » DEMO » FLOW_ANALYZERS_EXPERIMENTS_COLLECTION » Object EVA_SPORE_COUNTING_190612_190706141935771000 [LSR_FORTESSA_EXPERIMENT]

DataSet Uploader = Experiment viewer

Eva Spore Counting 190612

Benchmark, Calibration

Experiment

&3 Eva Spore Counting 190612
= Plates

-l 96 Well - beads 10 ul
= j= Specimen_001
=L A0
=-|_| Aoz
BSocomen cor 42 Aoz oo
= | AD3
=1 | AD4
= | ADS
=-|_| ADB
=1 | AOT
=-|_| Ao8
=[] AD9
= | AT0
=B Tubes
- /& Specimen_001
s o Tube_001
¥ Tube_002
# & Tube_003

| Description

Sport counting experiment

BD FACSDiva Software v

rsion 6.1.3 on BD LSR FORTESSA with HTS. Acquired by SingleCellUnit and r

Details

Specimen_001_A2_A02 fcs

Thig

nains 11 p nelers and 3557 evenls

Xaxis |FSC-A v Y axis | FSC-H v | Events to plot | 3551 v Plot

Scale for X axis |Linear ¥ | Scale for Y axis |Linear ¥ | Sampling [Regular ¥

FSC-Hvs. FSC-A
250000
250000 |
240000 |
220000
200000 i o?
180000 o W
160000
140000
120000
100000 & L
50000 .’-" .
60000 -
40000 o
20000 -] f‘
o
-20000

FSC-H

FEC-A

T T T T T T T T T T T T 1
20000 40000 80000 80000 100000 120000 140000 160000 130000 200000 220000 240000 260000

Ponti, Single Cell Facility,
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B Data Set 20190607141937008-48 X +

<« C Y @ htips//openbis-scu.ethz.ch/openbis/webapp/eln-lims/

(0] QG

© N LabNotebook
@ & My Space (Obit)

& B Common Organization Units

© B Courses

© & Demo

@ & Flow analyzers experiments collection
© L Eva Spore Counting 190612
= 70um_8peak_20150115.pdf
£ 70um_8peak_20150110.pdf
© A 06 Well - beads 10 ul

g 100um_8peak_20150116.pdf
g 100um_8peak_20150119.pdf

A2

A07
A0S

A08
A10
© 4 LSR.S17

£ Performance Tracking Repeort_70um_14012015.pdf
£ Performance Tracking Repeort_70um_18012015.pdf
£ Performance Tracking Repert_100um_18012015.pdf
£ Performance Tracking Report_100um_18012015.pdf
A

© 4 Tube_00M
© 4 Tube_002
© & Tube_003
© B Flow sorters experiments collection
© B Microscopy experiments collection
© B Organization Unit Collection
© W Others
© B Others (disabled)
© B Inventory
© ™ Stock
© F Utilities
© About

Dataset: 20190607141937008-48

/OBIT/DEMO/FLOW_ANALYZERS_EXPERIMENTS_COLLECTION/LSR_W9/20190607141937008-48

E &2 &M
Data viewer
Xaxis FSC-A v Y axis| FSC-H ¥ | Events to plot| 3551 « Plot

Scale for X axis Linear v Scale for Y axis Linear v |Sampling Regular v

FSC-Hvs FSC-A

FSC-H

250000 4
200000 4 o
150000 4

100000 4 gt *

/ .
50000 o

FSC-A

2I:<£ll:<:l 4E<5E<J 6I:<!ll:<:l SDIJDJ WEIZI‘EIZIEI |2:I‘E-:IEI 14:I‘D:ID |E:ID:D WE:IID:ID 2EIJIEIJEI 22:I‘E-:IEI 24:‘0:0 26:I‘E-:‘I
Identification Info

Data Set Type:

LSR_FORTESSA_FCSFILE

Code:
20190807141937008-48

Object:
JOBIT/DEMO/LSR_WO

Registrator:
etlserver

Registration Date:
2019-06-07 14:19:37

Modifier:
etlserver

Modification Date:
2019-08-07 14:19:37

Metadata Fields
FCS parameters:

v

© & LSR_FORTESSA_FCSFILE : 20190607141937008-48
[ Specimen_001_A2_A02.fcs (155Kb)

[=

=

U]

Thursday, October 31,2019
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* openBIS Importer Toolset (oBIT) :: Annotation Tool v2.0.0

Data viewer Data editor

"7 Jobit |y Experiment 2

|y Experiment 1 Tags
hfj Experiment 2

[l 2d10MDCK DAPI.nd2

Cell Migration

2d10MDCK DAPI.nd2 (series 2) Description

[2d10MDCK DAPLNd2 (series 1) Drag and drop your tags here from the openBIS Viewer.

2d10MDCK DAPI.nd2 (series 3)
2d10MDCK DAPI.nd2 (series 4)
2d10MDCK DAPI.nd2 (series 5)

Example microscopy acquisitions.

Captured for 4.nd2
Test.nd2
Test001.nd2
Test13.2.13.nd2

B 2d10MDCK DAPL.Nd2
Description

[ER M i
&LT—‘LT—‘LT—‘LT—‘

Experiment_4 First series in file.
m brainbow1corticalneurons.lif_TileScan_001

Target openBIS project

- O X
openBIS
Scan
Tags from OBIT Create new tag...
Demo
Benchmark
Calibration

Cell Migration

JOBIT/DEMO
Scan
Metadata viewer
~

Name Value

acquisitionDate ~
channelColor0 0.0, 0.0, 255.0, 255.0
channelColori 0.0, 0.0, 255.0, 255.0
channelColor2 255.0, 255.0, 255.0, 255.0
channelName0 DAPI
channelNamel DiR
channelName2 TD
datatype uintle
emWavelengthO 525.0
emWavelengthl 700.0
emWavelength2 NaN
exWavelengthO NaN
exWavelengthl NaN v
Invalid datasets

File or folder Issue

Send to openBIS

07-06-2019 13:06:08: Scanning user data folder...

07-06-2019 13:06:09: Successfully processed folder "obit".

07-06-2019 13:06:10: Scanning user data folder completed.

07-06-2019 13:06:16: Scanning metadata from 2d10MDCK DAPI.nd2
07-06-2019 13:06:17: Scanning metadata from 2d10MDCK DAPI.nd2 completed.

Ponti, Single Cell Facility,
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¢ Object EXPERIMENT_2_1912061- X +

< C {t }{ https//openbis-scu.ethz.ch/openbis/

Browse ~ Mew - Import - Utilities - All

. ] Project viewer Object EXPERIMENT_2_191206141334218000 *
OBIT » DEMO » MICROSCOPY_EXPERIMENTS_COLLECTION » Object EXPERIMENT_2_191206141334218000 [MICROSCOPY_EXPERIMENT]

»| | Contained || Children Parents = DataSets  History = Attachments  DataSetUploader — Experiment viewer

Experiment_2

y acguisitions

Cell Migra

ormed on Widefield 2 anc

This experiment was

amples)

=]

Admin ~ obit -

*» [ search
Edit || Delete Object
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¢ Object MICROSCOPY_SAMPLE T X +

P T
< C {t }{ https//openbis-scu.ethz.ch/openbis/
Browse ~ Mew - Import - Utilities - All v

A Project viewer Object EXPERIMENT_2_191206141334218000 Object MICROSCOPY_SAMPLE_TYPE_191206141334146000_1 *
OBIT » DEMO » MICROSCOPY_EXPERIMENTS_COLLECTION » Object MICROSCOPY_SAMPLE_TYPE_191206141334146000_1 [MICROSCOPY_SAMPLE_TYPE]

»| | Contained || Children Parents = DataSets  History = Attachments  DataSetUploader — Dataset (sample) viewer

2d10MDCK DAPI.nd2

Experiment name  Exr

Experiment description

Dataset size 1
Dataset description Ao description oo

Current series

Geometry [XYZ] 5125
Voxel size [XYZ] (pm)  0.12x0.12%

Dataset viewer

Data set

Channel

v
® DAPI @ DIR & TD
Filter

v

Resolution

Time: 3 sec (4/7) / Buttons

/ Buttons

Depth: 4 (5/6)

*» [ search

Admin ~ obit -

Edit || Delete Object
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¢ Object MICROSCOPY_SAMPLE T X +
& c 0o Xn

Browse ~ Mew - Import - Utilities - All

o=/ /openbis-scu.ethz.ch/openbis/

A Project viewer Object EXPERIMENT_2_191206141334218000 Object MICROSCOPY_SAMPLE_TYPE_191206141334146000_1 *
OBIT » DEMO » MICROSCOPY_EXPERIMENTS_COLLECTION » Object MICROSCOPY_SAMPLE_TYPE_191206141334146000_1 [MICROSCOPY_SAMPLE_TYPE]

»| | Contained || Children Parents = DataSets  History = Attachments  DataSetUploader — Dataset (sample) viewer

=2 [ search

Admin ~ obit -

Edit || Delete Object

2d10MDCK DAPI.nd2

File/Series info

Experiment name [xr

Experiment description

Dataset size

Dataset description Ao description oo

Current series
Geometry [XYZ] 51
Voxel size [XYZ] (pm)

Data set

series_1 F
series_2
series_3
series_4

[ J
-~
L

# DAPl # DIR @ TD

Filter

Time: 3 sec (4/7) / Buttons

Depth: 4 (5/6)

/ Buttons
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¢ Object MICROSCOPY_SAMPLE T X +

P

& c 0

Browse ~ New - Import - Utilities -

n Project viewer Object EXPERIMENT_2_191206141334218000
OBIT » DEMO » MICROSCOPY_EXPERIMENTS_COLLECTION » Object MICROSCOPY_SAMPLE_TYPE_191206141334146000_1 [MICROSCOPY_SAMPLE_TYPE]

*» [ search

+% https;//openbis-scu.ethz.ch/openbis/
All 5%

Object MICROSCOPY_SAMPLE_TYPE_191206141334146000_1 *

DataSet Uploader — Dataset (sample) viewer

Attachments

Children Parents = DataSets  History

»| | Contained

2d10MDCK DAPI.nd2

eries info

Experiment name  Exr

Experiment description
Dataset size 1

Dataset description Ao des

Current series

Geometry [XYZ] 512
Voxel size [XYZ] (pm)

Dataset viewer

Data set

Filter

4>

User defined

DAPI (0, 142) Rescale Reset
- o
DiR (34, 255) Rescale Reset
®
Rescale Reset

TD (0, 101)

Admin ~ obit -

Edit || Delete Object
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¢ Object MICROSCOPY_SAMPLE T X +
< C {t }{ https//openbis-scu.ethz.ch/openbis/

Browse ~ Mew - Import - Utilities - All v
. ] Project viewer Object EXPERIMENT_2_191206141334218000 Object MICROSCOPY_SAMPLE_TYPE_191206141334146000_1 #
OBIT » DEMO » MICROSCOPY_EXPERIMENTS_COLLECTION » Object MICROSCOPY_SAMPLE_TYPE_191206141334146000_1 [MICROSCOPY_SAMPLE_TYPE]

»| | Contained | Children Part
—_—

2d10MDCK D
g — g —

Series info @

Experiment name

Experiment description £}
Dataset size 1

Dataset description

Current series

Geometry [XYZ] 51
Voxel size [XYZ] (pm)  0.12x0.12%

Dataset viewer

Data set

Channel

# DAPl # DIR @ TD

Filter

Time: 3 sec (4/7) / Buttons

Depth: 4 (5/6)

/ Buttons

Admin ~ obit -

Edit || Delete Object
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Experiment/dataset actions

() Q (e &
' 1 N\

Export to private

. . Download

Visualize Visualize network share 25 a 7ip file
associated metadata Export to HRM
datasets source folder

YoUSCOPE

Optional and configurable
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Huygens Remote Manager

Results o pontia 4 Home

E Raw images Preview

Your raw files
£ Re-create preview

T::eseal::n:hec-lri%inallimagef;-:esscurrencl;in;,'our"learea. 512 x 512 x 6 vx, 3 ch
rop40-original_crop.

Embryo.ics 62.1 x 62.1 x 9 um"3
Experiment 2/2d10MDCK DAPI.nd2 . .
Hela_2D_tubulin.ics

HelLa 3D.cs

Hela coloc.cs
0485 _Dinoflagellate_2_raw_confocal h5
0G488_Dinoflagellate_2 raw_joined.h5
Pombe.ics
U20S_dataset 02_R3D_onginalh&
bad.lsm
good lsm
test t1002.nd2
widefieldTimeSeries.h5

P .

P

- w

]

Huygens Remote Manager v3.5
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openBIS
Lab Notebook &

Inventory Manager
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T21912061° X +

O | a6

© W Lab Notebook
@ & My Space (Obit)
© @ Common Organization Units
© i Courses
© & Demo
© B Flow analyzers experiments collection
© @ Flow sorters experiments collaction
-1 Microscopy experiments collection
°
2d10MDCK DAPI.nd2
Captured for 4.nd2
Test001.nd2
Test13.2.13.nd2

'S

[N

Test.nd2
aaron_3Ch.nd2

multiple_datasets

= =

00000

o

© B Organization Unit Collection
B Others
B Others (disabled)
Inventory
Stock
Utilities
About

eNwnHOO

@ https:/ fopenbis-scu.ethz.ch/openbis/u

Object: Experiment_2
/OBIT/DEMO/MICROSCOPY_EXPERIMENTS_COLLECTION/EXPERIMENT_2_191206141334218000

[ ¢]
=

@G| & &

File previews

2d10MDCK DAPI.

aaron_3Ch.nd2 Test.nd2
316.16 MiB 6.20 MiB 2.711 MiB 113.28 MiB
est00 2 Test13.2.13
74.40 MiB 168.50 MiB
v Parents
OR Opticns = Columns ~
Type Name Modification Date
ORGANIZATION_UNIT Cell Migration 2019-06-12 14:13:56
1-1oftitems | 10 ~ | Per Page < Page 1 ~ | of1

v Children

Nirtinne - Caliimne -

Select a dataset type

Files Uploader

Select flles to upload

Auto upload on drop
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Aaron Ponti, Single Cell Facility, D-BSSE, ETH Zurich




ETH X
L

. NS

N

’
-~
Eidgendssische Technische Hochschule Ziirich 14
Swiss Federal Institute of Technology Zurich B it of Blosystoms

Sciance and Enginsaring

=8| =
B Object MICROSCOPY SAMPLET % +
& C (¥ @ nhttps//openbis-scu.ethz.ch/openbis/webapp/eln-lims/ @ H
O ac - -
@ & Lab Notebook ObJeCt 2d1 OMDCK DAPInd2 © i MICROSCOPY_IMG : 20100612141334737-312
otebool
& s it /OBIT/DEMO/MICROSCOPY_EXPERIMENTS_COLLECTION/MICROSCOPY_SAMPLE_TYPE_191206141334146000_1 © @ MICROSCOPY_IMG_THUMBNAIL : 201906121:
W My Space (Qbi _
. = MICROSCOPY_IMG_CONTAINER : 2d10MDCK
© B Common Organization Units G = I = 2 am ° :
o8 C © B MICROSCOPY_IMG_CONTAINER : 2d10MDCK
ourses
© @ MICROSCOPY_IMG_CONTAINER : 2d10MDCK
© = Deme i i © i MICROSCOPY_IMG_CONTAINER : 2d10MDCK
- . . . _ _ H
© B Flow analyzers experiments collection Mlcroscopy Viewer .
_ © W MICROSCOPY_IMG_CONTAINER : 2d10MDCK
© B Flow sorters experiments collection
Data set 3
o Microscopy experiments collection
(' 2d10MDGK DAPL.ndZ (series 1) v
= Select a dataset type -
© 4 2d10MDCK DAPL.nd2 Channel
© 4 Captured for 4.nd2 Merged Channels . Files Uploader
© 4 Test001.nd2
© L Test13.213.nd2 :IDAP‘ ¢ DR 1D
ilter
© A Testne2 '
© & aaron_3Gh.nd2 User defined M
© L multiple_datassts DAPI (0, 142) Rescale Reset
© B Organization Unit Collection (] ®
© @ Others DiR (34, 255) Rescale  Reset
© B Others (disabled) @ @
oOm Inventory TD (0, 101) Bescale  Reset | Select flles to upload
© ¥ Stock [ ®
© / Utlities Resolution
© About
o 512x512 v
- L
Time: 3 sec (4/7) Show Buttons
. Auto upload on drop
Depth: 4 (5/6) Show Buttons
v Metadata
Name:
2d10MDCK DAPI.nd2
Size:
331522048
Sample name:
2d10MDCK DAPI.nd2
v Identification Info
Type:
MICROSCOPY_SAMPLE_TYPE
Experiment:
/OBIT/DEMO/MICROSCOPY_EXPERIMENTS_COLLECTION
Code:
G 1 MIGROSCOPY_SAMPLE_TYPE_181208141334146000_1
z a
Ranictratnr: T

Thursday, October 31,2019 Aaron Ponti, Single Cell Facility, D-BSSE, ETH Zurich




ETH

Eidgendssische Technische Hochschule Ziirich
Swiss Federal Institute of Technology Zurich

https://obifefhz.ch

Thursday, October 31, 2019 Aaron Ponti, Single Cell Facility, D-BSSE, ETH Zurich 58


https://obit.ethz.ch/

| |
m . \/><\/
Eidgendssische Technische Hochschule Zirich h tt pS : //O b It . et h Z ) C h ")(’\

Swiss Federal Institute of Technology Zurich b-BsSE

Department of Biosystems
Sciance and Enginsaring

* openBIS Importer Toolset

C { 8 hitps//obitethzch

openBIS Importer Toolset (0BIT)

The openBIS Importer Toolset is an integrated collection of tools that allows for the semi-automated
and semi-unsupervised registration of annotated datasets into openBIS directly from the acquisition
stations.

5 ® <>

Documentation Download Developers

w the installation and

he latest oBIT installer. Visit the developer documentation
configuration manuals and resource pages.

and the user manuals.
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DBSSE

2 openBIS Importer To
c O

X D-BSSE Wik

8 https://wiki-bsse.ethz.ch/display/oBIT

A
m

Spaces ¥ People  Calendars Create  +++ Search Q o ¢ .

Dashboard @ & # Edit ¥ Save forlater @ Watch = Share

openBIS Importer Toolset

Abstract

The openBIS Importer Toolset is 3 set of tools to streamline registration of acquired data and metadata into openBIS and extend openBIS via custom views and apps for working with data.

Quick links

Downloads

* openBIS
* oBIT installer

openBIS

* openBIS installation and administration guides

openBlS Importer Toolset
* oBIT installation and administration guides
* OBIT user manual
* oBIT developer documentation
s oBIT support
s oBITFAQ
* oBIT supported hardware

Description

openBIS is an extensible, open source software framework for constructing user-friendly, scalable and powerful information systems for data and metadata acquired in biological experiments. It enables users to collect, integrate, share, publish data and to connect to
data processing pipelines.

The openBIS Importer Toolset is 5 tightly integrated collection of tools that allows for the semi-automated, semi-unsupervised registration of annotated datasets into openBIS directly from the acquisition stations.

5 N
Elf H B

Raw data

/‘ openBIS
annotated

The openBIS Importer Toolset is being developed at the Single Cell Unit (SCU) of the D-BSSE in collaboration with Scientific IT Services (SIS) of the ETH Zurich. =
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Installation :: openBIS and core technologies

openBIS

Buology Information System

Technologies

Select any technology-specific modules that should installed along with
openBl5. The selection can be altered at the next upgrade:

& ELH/LIMS

[ ELH/LIMS Life Sciences Types
B Microscopy

& Flow Cytometry

(] Mumina MNGS (ETH BSSE Setup)

(Made with 1zPack - http:izpack.crgy)

OpEﬂB|S19,06 4= Previous | |E2 Nexk| € Quit

Thursday, October 31,2019 Aaron Ponti, Single Cell Facility, D-BSSE, ETH Zurich



ETH

Eidgendssische Technische Hochschule Ziirich
Swiss Federal Institute of Technology Zurich

Installation :: openBIS Importer Toolset

ey

openBIS Importer Toolset (oBIT) Installer v2.8.8
Copyright (c) 2015 - 20819, Aaron Ponti, D-BSSE ETHZ Basel

HOW TO GET HELP ---
a detailed step-by-step guide, please refer to:

EXECUTION MODE ---

This script can be used to download, install and configure all components of the
openBIS Importer Toolset on this machine, or it can be used to prepare the setup
for a target machine that does not have internet connection. The target machine
can optionally be of different architecture (e.g. 32 instead of 64 bit).

Do you want to setup oBIT on this machine? (y/n) [Y]:

Thursday, October 31, 2019 Aaron Ponti, Single Cell Facility, D-BSSE, ETH Zurich
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Coming soon: oBIT Manager

m-SO-IL-Jti-c-m-'ok_}it;rganager'-(ﬂ of 3 projects)
4 obit_manager_api
' : b &/® Properties
= oBIT installation
[
. . [
= OBIT configuration 5
| ¥] packages.config

= oBIT upgrade S

c# Shell.cs
o Webltils.cs
obit_manager_gui
b & Properties
[P =B References
u B IT p t - A5 app.manifest
O components. spp.manif
H b +EZ] obit_manager.cs
An nOtat|0n TOOI +4] packarnges..c-:-;fig

P +c* Program.cs

Datamover as a Windows Service I obi mansger e

» + J# Properties

(OpendDK) Java Runtime E e et

c* Instance.cs

c# | ocalUserManager.cs

c# FileSystemTests.cs

c* LocalUserTests.cs

v package fig
P v o WeblUtilsTests.cs
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Development :: code repositories

= ) Core technologies (server-side):
= https://github.com/aarpon/obit microscopy core technology
= https://github.com/aarpon/obit flow core technology
= https://github.com/aarpon/obit shared core technology

= () openBIS Importer Toolset (client-side)
= https://github.com/aarpon/obit annotation tool
= https://github.com/aarpon/obit datamover jsl
= https://github.com/aarpon/obit installer

Single Cell Unit / D-BSSE


https://github.com/aarpon/obit_microscopy_core_technology
https://github.com/aarpon/obit_flow_core_technology
https://github.com/aarpon/obit_shared_core_technology
https://github.com/aarpon/obit_annotation_tool
https://github.com/aarpon/obit_datamover_jsl
https://github.com/aarpon/obit_installer

N/
L
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Summary

= The openBIS/openBIS Importer Toolset synergy aims to:

offer a powerful and scalable data and metadata management system

streamline data registration directly from shared acquisition machines

support multiple acquisition hardware classes

offer a reasonably simple way for third parties to add support for new
hardware classes

Thursday, October 31,2019 Aaron Ponti, Single Cell Facility, D-BSSE, ETH Zurich
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