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Assignment:	

1. Read	the	paper	and	discuss	it	in	your	group.	
2. Prepare	a	10	min	presentation	of	the	paper	w.r.t.	the	decision	process	of	adding	/	

removing	genes.	
3. Before	the	presentation	of	the	paper	explain	the	problem	of	incidental	findings	and	

present	it	in	5	min:	
a. Why	are	incidental	findings	problematic?	Make	at	least	one	concrete	example.		
b. Discuss	the	potential	of	incidental	findings	outside	the	domain	of	human	genetics	

–	where	could	a	similar	situation	arise?	
c. What	are	pharmacogenomics	(PGx)	variants	which	could	fall	under	the	same	

umbrella?	Explain	briefly.	

After	your	presentation,	there	will	be	a	discussion	of	10-15	min.	

Note:	All	time	limits	are	sharp	–	we	will	interrupt	you.	

	


