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Novel approach to control Campylobacter contaminations in chicken: reuterin
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Fifty-one (51) reuterin producing L. reuteri were isolated from chicken gut. Based on their ERIC-PCR and resistance profiles against several critically important antibiotics, 4 strains
were selected to be used for the next stage of the project. They were sensitiive to erythromycin, penicillin, tetracycline and colistin and high reuterin production efficiency
(150mM from 600 mM glycerol). Whole genome sequence of these strains is currently on-going. Campylobacter coli and jejuni exhibited high sensitivity to reuterin with MIC
between 156 uM 3-HPA. Our results demonstrate the presence of reuteri-producing L. reuteri in chicken gut with the potential to produce reuterin that can inhibit the grwoth of
Campylobacter spp. This property will be tested using the in-vitro gut model (PolyFermS) developed in our laboratory.
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