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Phenotyping:

Background: Climbing beans have high yield on small area and positive effects on soil fertility 

Aim: Increase the bean nutrition value and the income of smallholders in the tropics

1. Collect data

Genotyping by sequencing:

2. Model genetic effects 

+

3. Predict phenotypes of new genotypes

Select superior 

genotypes based on 

statistical models. 

The faster 

development of new 

bean varieties 

improves food 

security and quality

4. Improve bean varieties

Genotype more 
lines and predict 
phenotypes.     
No more field 
trials needed.

y = µ + Zu + ε
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