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You can either prepare your plates in the GDC laboratories or in your group laboratory. In 
both cases you have to follow this workflow: 
 

 Make sure that the plate and file name is identical.  

 Prepare your input file with the Platemaker_3130xl.xlsx. 

 Instructions how to prepare the file is given in the Platemaker file. 

 For 16 samples ( = 1 run) you have to fill two rows successively (eg. 1 / 2 or 3 / 4 etc.) 
and inform the technician that you have only one run. 

 Fill empty positions in the plate with H20 or HiDi/Formamid. 

 Close the plate with a septa (ABI, 96-well plate septa Part nr. 4315933). 

 Following 96 well format plate can be used: 
Plate semi-skirted, raised (ThermoScientific, Part # N8010560). 

 

In the labs 

GDC 

PCR 

Prepare plate and 

input file 
(Platemaker_3130xl.xls) 

Bring plates to 

load to GDC 

(see opening 

hours). Save the 

input files (.xls 

and .txt) in your 

project folder. 

Announce to the 

GDC staff that 

you come if you 

need help to load 

the plates 

In the labs 

 

 

Runs sequences/fragments 

Opening hours:  

Mo-Fr 8:00-12:00 , 13:00-17:00 

 

If help is needed, e-mail your coming at least 

one day before! 
(silvia.kobel@usys.ethz.ch or aria.minder@env.ethz.ch) 

Orders 

chemicals/capillaries 

for ABI 3130xl 

Writes logbook 

Sends invoice 

Save the data in 

your project folder 

on the backup 

server. No backup is 

provided for the 

computer belonging 

to the ABI machine! 

  
Analysis 

 

Deletes the data 

from the local 

computer after 

sending invoice 

 

 


